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Cg1 is the centroid of the C14-C19 ring. et al., 2002) , and dyes (Dailey et al., 2001) . Quinoxaline derivatives were found to exhibit anti-microbial (Kleim et al. 1995 ), antitumor (Abasolo et al., 1987 , and anti-tuberculous activity (Rodrigo et al., 2002) . Our interest in preparing pharmacologically active quinoxaline derivatives led us to the title compound, and we have undertaken X-ray crystal structure determination in order to establish its conformation.
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S2. Structural commentary
In the title compound ( A weak intra-molecular C-H···N interaction is observed (Table 1 ). In the crystal, C-H···π interactions lead to supramolecular chains along [101] that assemble in the ac plane. Connections along the b axis are of the type Cl···Cl (3.6538 (16) Å).
S3. Synthesis and crystallization
o-phenylenediamine (1 mmol) and sarcosine (1 mmol) in methanol was refluxed for 3-4 h. After completion of the reaction as indicated by TLC the reaction mixture was poured into cold water. The solid precipitate obtained was filtered and dried. The product was purified by colum chromatography using petroleum ether:ethylacetate mixture (90:10 V/V).
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Suitable crystals for the single crystal-X-ray studies were obtained by recrystalizing the product from methanol. Yield:
42%, Melting point: 450-452 K.
S4. Refinement
All the H atoms were placed at calculated positions and allowed to ride on their carrier atoms with C-H = 0.93-0.98 Å, and with U iso = 1.2U eq (C) for CH 2 and CH groups, and U iso = 1.5U eq (C) for CH 3 groups. The (-1 1 1), (1 1 0) reflections were affected by the beam-stop and were removed from the final refinement. The best crystal investigated was still of poor quality and very weakly diffracting, with no usable data obtanied above θ = 23.8°. Nonetheless, the structure was solved readily and refined to give acceptable uncertainties on the metrical data.
Figure 1
The molecular structure of the title compound, showing 30% probability displacement ellipsoids and the atom-numbering scheme. H-atoms are omitted for clarity. 
